Mutation rate estimates showed that the non-coding region evolved fastest for free of selective constraints while rRNA and tRNA were relatively conservative. In the protein coding region, the third position showed the highest rate as was evident for the non-coding region, while the second position evolved slowest due to its high effect on amino acid change. TW0002  TW0003  TW0004  TW0005  TW0007  TW0008  TW0009  TW0010  TW0001 13660.1TGTGT 14004.1T
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